Serial 

□ 
□ 
□ 

□ 

□ 
□ 
□ 

□ 
□ 
□ 

□ 
□ 

□ 
□ 

□ 
□ 

□ 
□ 

□ 



Cfiftrrors Corrected by .he STIC Sys^BrarKh ^ ^ 



Changed a file Irom non-ASCII to ASCII 

„ . . v/ranDed" down to the next line. " 
Changed the margins in cases where the sequence text was "wrapped do . . j 

Edited a format error in the Current Application Data section, specifically: 



; (STIC staff) 



M ed *. Current Apptica^n 0^^^ «"« ™ ^ * *" 

applicant was □ me prior application data: or □ other . 

Added the mandator, heading and subheadings lor "Current Application Data". 
» 8d ,e -Number o, Seguences" lie.. The applicant spelled ou, a number ,„s,ead ot using an integer. 
Changed the spelling 0, a mandator tield (the hearings or subheadings,, specrlically: 



• , • ^ Th« ^uence numbers that were edited were: 
Corrected the SEQ ID NO when obv.ously .ncorrec t. The sequence nu 




inserted colons after headings/subheadings. Headings edrted included: 

Deleted extra, inva.id, headings used by anapplic^ 

u • • nf fiioq- n secretary initials/filename at end of file; 

^BZ^X^oS^.^^-^-- 

Inserted mandatory headings, specifically: 

Corrected an obvious error in to response, specifically: 



Edited identrfiers where upper case is used but lower case is requ,red. or v,ce versa. 

Corrected an error in the Number of Sequena^,^^ 

A "Hard Page Break" code was inserted by the applicant. All occurrences had to be deleted. 

~a *h;i icipri the "( A^Lenqth:" field accordingly (error 

Deleted ending stop codon in amino acid sequences and ad,ustedthe (A)L gt 

due to a Patentln bug). Sequences corrected: . 

Other: 




'Examiner: The aboVe corrections must be commu 

Action. DO NOT send a copy of this form 



nicated to the applicant in the first Office 



OIPE 



w--> 



RAW SEQUENCE LISTING °ATE. ^f^ 2 ™ 2 

PATENT APPLICATION : US/09/94 1 , 179A TIME: 11:43.41 

Input Set : A:\PTO.DC.txt 

Output Set: N:\CRF3\04032002\l941179A.raw 

3 <110> APPLICANT: Bayer Aktiengesellschaf t 

5 <120> TITLE OF INVENTION : Acetylcholine receptor subumts 

7 <130> FILE REFERENCE: Le A 34 821 

8 <140> CURRENT APPLICATION NUMBER: US/09/94 1 , 17 9A 

9 <141> CURRENT FILING DATE: 2001-08-27 

11 <150> PRIOR APPLICATION NUMBER: DE 100 42 177.6 

12 <151> PRIOR FILING DATE: 2000-08-28 
14 <160> NUMBER OF SEQ ID NOS : 17 

16 <170> SOFTWARE: Patentln Ver. 2.1 

18 <210> SEQ ID NO: 1 

19 <211> LENGTH: 45 

20 <212> TYPE: PRT 

21 <213> ORGANISM: Torpedo californica 

23 <400> SEQUENCE: 1 , CA 

24 Asp Phe Ala lie Val His Met Thr Lys Leu Leu Leu Asp Tyr Thr Gly 

27 Lys lie Met Trp Thr Pro Pro Ala lie Phe Lys Ser Tyr Cys Glu He 

Vsp 

31 35 40 



20 25 30 

30 lie Val Thr His Phe Pro Phe Asp Gin Gin Asn Cys Thr 



35 <210> SEQ ID NO: 2 

36 <211> LENGTH: 1869 

37 <212> TYPE: DNA 

38 <213> ORGANISM: Artificial Sequence 

40 <220> FEATURE: 

41 <2 21> NAME/KEY: CDS 

42 <222> LOCATION: ( 1)..(1866) , rHf .. lal sequence' Modified alpha 

43 <223> OTHER INFORMATION: Description of Artificial Sequence. 

44 4 subunit of the chicken nicotinic acetylcholine 

45 receptor 

47 <400> SEQUENCE: 2 48 

48 atg gga ttt etc gtg teg aag gga aac etc etc etc ctg ctg tgt gee 

49 Met Gly Phe Leu Val Ser Lys Gly Asn Leu Leu Leu Leu Leu Cys Ala 

52 aac ate ttc ccc get ttc ggc cac gtg gaa acg cga gec cat gcg gag 96 

53 Ser 111 Phe Pro Ala Phe Gly His Val Glu Thr Arg Ala His Ala Glu 

54 20 4.,* a =,rr tnn fee cat 144 



ll aaa cac etc ctg aag aaa etc ttc tec ggg tat aac aag tgg tec cgt 
15 Glu Arg Leu Leu Lys Lys Leu Phe Ser Gly Tyr Asn Lys Trp Ser Arg 

ccc ate gec aac att teg gat gtg gtc ctg gtc cgc ttc ggc ttg tec 
61 Pro val Ala Asn lie Ser Asp Val Val Leu Val Arg Phe Gly Leu Ser 

55 60 



60 
61 

62 50 



file://C:\Crf3\Outhold\VsrI941179A.htm 
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DATE- 04/03/2002 
RAW SEQUENCE LISTING ttmf • 1 1 • 4 3 • 4 1 

PATENT APPLICATION: US/09/941, 179A TIME. 11.43.41 

input Set : A:\PTO.DC.txt 

Output Set: N:\CRF3\04032002\I941179A.raw 



x + r rat att aat qaq aag aac caa atg atg acc aca 

it ;r. itt m 2 ni r.? r.i l p ^ ^ ». - «« ^ » ; 



240 



r r>+n r.ac taa aac zoo 

68 
69 

70 ttD __ nrr t.ra aag etc 336 



a.t ,t, t,, ,t, «, c.9 t„ =.= J.c tao «; «, c,c tj, ,»= 

Asn Val Trp Val Lys Gin Glu Trp His asp iyi y -> 



tat gaa aac gtc aca tec ate cga ate ccc tea 



72 ccc cag gag ^ ?~ ^ - Ser Glu Leu 

73 Pro Gin Glu Tyr Glu Asn Val Thr Ser lie Aiy ^ 



S ; - - s S s 2 2 2 s e 2 e k k 2 e 381 

S! S! 2 S 2 H S 2 K S 2 2 £ 2 !5 5 2 " 2 

82 130 135 _ + fT „ aaa atc qac qt q 480 

84 



a s s s 2 s e 2 2 2 g - e e 2 g 

H K 2 2 2 2 £ 2 S 2 3°. 2 2 2 - K 2 



89 Glu Tyr Phe Pro pne as F — 170 175 

90 165 ^„ „„„ afT „ atn cat aac cat 576 



11 Z s Si E 2 K 2 £ E 2 2 E 2 2 E 2 
» 2 E 2 2 K - 2 2 K S - - 2 £ E 2 624 
"J E 2E =5 - - EE - - E I $ £ 2 2 " 2 

- - - r 2 e 2 2 2 e s s 5 2 2 2 £ 720 

105 Tyr Pro Asp He Thr Tyr ser Fne xxe y 

230 2Jb 



106 225 * ttr att ccc tqc ctg ctt atc tec tgc ttg act 768 

108 tac aca atc aat ttg atc att ccc tgc c^.g ^ 

109 Tyr Thr lie Asn Leu lie lie Pro Cys Leu Leu lie Ser Cys Leu 
HO 245 . . ^„ _ „ a n * 3 rr ata acc ttq 816 



S 2 2 2 2 2 2 2 2 K K !5 S - S S 2 
S Z IS S S 2 2 S 2 S J2 2 2 2 2 2 £ 

2 ion 20D 



118 2 I 5 , t f ,f flrr tcc ctd gtc atc ccc ctg ata gga gag tat 912 

III HI III lit Pro £ £ S 2 ?.l ne Pro ,eu U. =1, «1« Tyr 
122 290 . III arc acc ttq tct atc atc atc act gtc 960 

Hi III 2 2 £ 2 2 2 Z £ 2 „r n. n. ^ ™i 



»l t« W etc ,.c „. oic cao „ tc coa ^ •« «= «« » 01 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/94 1 f 17 9A 



DATE: 04/03/2002 
TIME: 11:43:41 



input Set : A:\PTO.DC.txt 

Output Set: N:\CRF3\04032002\I941179A.raw 



129 Phe val Leu Asn Val His His Arg 



130 
132 



325 



^ gac tgg gtg agg agg gtc ttc ctt 
133 Asp Trp Val Arg Arg Val Phe Leu 



134 



340 



136 atg aag egg ccc tec aca gtg aaa 

137 Met Lys Arg Pro Ser Thr Val Lys 

138 355 J60 

140 tct atg cac aaa eta ace aac tea 

141 Ser Met His Lys Leu Thr Asn Ser 

142 370 375 

144 atg gag ccc aac ttc act acc tea 

145 Met Glu Pro Asn Phe Thr Thr Ser 

146 385 390 

148 gaa cct tea ccc aca tct tec ttc 

149 Glu Pro Ser Pro Thr Ser Ser Phe 

150 405 

152 aaa cct atg tgc aaa tec cct tct 

153 Lys Pro Met Cys Lys Ser Pro Ser 

154 420 

156 gag ccc cca cag gtg acg tgt tec 

157 Glu Pro Pro Gin Val Thr Cys Ser 

158 435 J40 

160 ctg agt gac acc cag acc aca tct 

161 Leu Ser Asp Thr Gin Thr Thr Ser 

162 450 455 

164 gtt cag cag atg tac age ccc aat 

165 Val Gin Gin Met Tyr Ser Pro Asn 

166 465 470 

168 tgt agg tec cga age ate cag tac 

169 Cys Arg Ser Arg Ser He Gin Tyr 

170 485 

172 cag acc aat ggc cac tct agt gee 

173 Gin Thr Asn Gly His Ser Ser Ala 

174 500 

176 etc aat gaa gag cag ccc cag cac 

177 Leu Asn Glu Glu Gin Pro Gin His 

178 515 520 

180 tgc aga aag gga gag gca get ggc 

181 Cys Arg Lys Gly Glu Ala Ala Gly 

182 530 535 

184 cac age aac aaa gga gaa cac etc 

185 His Ser Asn Lys Gly Glu His Leu 

186 545 550 

188 ctg gcg gtg gaa ggg gtc cac tac 

189 Leu Ala Val Glu Gly Val His Tyr 

565 

gat gca gat ttc tea gtg aag gaa 



Ser Pro Arg 

330 

gac ata gtc 
Asp He Val 
345 

gac aat tgc 
Asp Asn Cys 



cca agg ctt 
Pro Arg Leu 



tec 
Ser 

tgt 
Cys 



gga 
Gly 
425 
tct 
Ser 



tec 
Ser 

gee 
Ala 
410 
cag 
Gin 



ccc 
Pro 
395 
cac 
His 

tac 
Tyr 



ccg aag 
Pro Lys 



ate tea aaa 
He Ser Lys 



aag 
Lys 

tgt 
Cys 

tct 
Ser 
505 
aag 
Lys 



aca gag 
Thr Glu 
475 
tac ctg 
Tyr Leu 
490 

cca gcg 
Pro Ala 

ccc cac 
Pro His 



Thr His 

cca cgt 
Pro Arg 

aag aag 
Lys Lys 
365 
tgg tct 
Trp Ser 
380 

age ccc 
Ser Pro 

ctt gag 
Leu Glu 

tea atg 
Ser Met 

ccc tec 
Pro Ser 
445 
ggc aga 
Gly Arg 
460 

gaa ggg 
Glu Gly 



Thr Met Pro 
335 

etc etc ttc 
Leu Leu Phe 
350 

ctt att gaa 
Leu He Glu 

gag acc gac 
Glu Thr Asp 



cag 
Gin 

gag 

Glu 

ctg 
Leu 
430 
tgc 
Cys 



agt aat 
Ser Asn 
400 
cca gee 
Pro Ala 
415 

cac cct 
His Pro 

cac ccc 
His Pro 



190 
192 



193 Asp Ala Asp Phe Ser Val Lys Glu 



aca ccg act 
Thr Pro Thr 

gtg ctg atg 
Val Leu Met 
555 

att gca gac 
He Ala Asp 
570 

gac tgg aag 
Asp Trp Lys 



cag gag 
Gin Glu 

teg cag 
Ser Gin 

cag tgc 
Gin Cys 
525 
caa gga 
Gin Gly 
540 

tec cca 
Ser Pro 

cac ctg 
His Leu 



1056 



1104 



1152 



1200 



1248 



1296 



1344 



tac gta 
Tyr Val 



teg etc agt 
Ser Leu Ser 

age ate cgc 
Ser He Arg 
480 

gac tct tec 
Asp Ser Ser 

495 
cgc tgc cac 
Arg Cys His 
510 

aag tgt aag 
Lys Cys Lys 

age aag age 
Ser Lys Ser 

gec ctg aag 
Ala Leu Lys 
560 

cga gca gaa 
Arg Ala Glu 
575 

gca atg gtc 
Ala Met Val 



1392 



1440 



1488 



1536 



1584 



1632 



1680 



1728 



1776 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/94 1 , 179A 



DATE: 04/03/2002 
TIME: 11:43:41 



1824 



1869 



Input Set : A:\PTO.DC.txt. 

Output Set: N:\CRF3\04032002\I941179A.raw 

196 att aac egg ate ttt etc tgg atg ttc ate ate gtg tgt ttg ctg ggg 
111 lie Asp Arg He Phe Leu Tr P Met Phe He lie Val Cys Leu Leu Gly 
iQfl 595 600 

200 aee gtt ggg etc ttc etc ceg ccg tgg ctg gca gga atg ate taa 

201 Thr Val Gly Leu Phe Leu Pro Pro Trp Leu Ala Gly Met lie 

202 610 615 620 

205 <210> SEQ ID NO: 3 

206 <211> LENGTH: 622 

207 <212> TYPE: PRT 

208 <213> ORGANISM: Artificial Sequence 

210 <220> FEATURE: Ar-rifirial sequence- Modified alpha 

211 <223> OTHER INFORMATION : Description of Artificial Sequence. 

212 4 subunit of the chicken nicotinic acetylcholine 

213 receptor 

III «"T Leu J.1 ser Lys sly ». Leu Leu Leu Leu Leu Cys »u 

5 ^ 
219 Ser lie Phe Pro Ala Phe Gly His Val Glu Thr Arg Ala His Ala Glu 

090 20 25 

222 Glu Arg Leu Leu Lys Lys Leu Phe Ser Gly Tyr Asn Lys Trp Ser Arg 

35 40 45 

225 Pro Val Ala Asn lie Ser Asp Val Val Leu Val Arg Phe Gly Leu Ser 

oo£ SO 55 60 

228 He Ala Gin Leu lie Asp Val Asp Glu Lys Asn Gin Met Met Thr Thr 
231 Asn Val Tr P Val Lys Gin Glu Tr P His Asp Tyr Lys Leu Arg Trp Asp 

o-ao 85 90 

234 Pro Gin Glu Tyr Glu Asn Val Thr Ser lie Arg lie Pro Ser Glu Leu 

237 lie Trp Arg Pro Asp lie Val Leu Asn Asn Ala Asp Gly Asn Phe 
070 115 120 

240 Glu Val Thr Leu Ala Thr Lys Ala Thr Leu Asn Tyr Thr Gly Arg Val 

2I3 Glu Trp Arg Pro Pro Ala lie Tyr Lys Ser ser Cys Glu lie Asp Val 

III Glu Tyr Phe Pro Phe Asp Gin Gin Thr Cys Val Met Lys Phe Gly Ser 

165 170 ±/3 

2 4 49 Trp Thr Tyr Asp Lys Ala Lys He Asp Leu Val Ser Met His Ser His 

252 val Asp Gin III Asp Tyr Trp Glu III Gly Glu Tr P Val He He Asn 

0 , ; 195 200 205 

255 Ala Val Gly Asn Tyr Asn Ser Lys Lys Tyr Glu Cys Cys Thr Glu He 

oc -, 01 0 215 220 

258 Tyr Pro Asp He Thr Tyr Ser Phe He He Arg Arg Leu Pro Leu Phe 

261 Tyr Thr He Asn Leu III He Pro Cys Leu Leu He Ser Cys Leu Thr 

245 250 ZDD 

264 Val Leu Val Phe Tyr Leu Pro Ser Glu Cys Gly Glu Lys He Thr Leu 
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RAW SEQUENCE LISTING DATE: 04/03/2002 

PATENT APPLICATION: US/09/94 1 , 179A TIME: 11:43:41 

Input Set : A:\PTO.DC.txt 

Output Set: N:\CRF3\04032002\l941179A.raw 

265 260 265 270 

267 cys lie Ser Val Leu Leu Ser Leu Thr Val Phe Leu Leu Leu lie Thr 

268 275 280 285 

270 Glu lie lie Pro Ser Thr Ser Leu Val lie Pro Leu lie Gly Glu Tyr 

271 290 295 30° 

273 Leu Leu Phe Thr Met lie Phe Val Thr Leu Ser lie lie lie Thr Val 

274 305 310 315 

276 Phe Val Leu Asn Val His His Arg Ser Pro Arg Thr His Thr Met Pro 

277 325 330 335 

279 Asp Trp Val Arg Arg Val Phe Leu Asp lie Val Pro Arg Leu Leu Phe 

280 340 345 350 

282 Met Lys Arg Pro Ser Thr Val Lys Asp Asn Cys Lys Lys Leu lie Glu 
9fn 355 360 365 

285 Ser Met His Lys Leu Thr Asn Ser Pro Arg Leu Tr P Ser Glu Thr Asp 

286 370 375 380 

288 Met Glu Pro Asn Phe Thr Thr Ser Ser Ser Pro Ser Pro Gin Ser Asn 
9RQ 385 390 395 4UU 

291 Glu Pro Ser Pro Thr Ser Ser Phe Cys Ala His Leu Glu Glu Pro Ala 

292 405 410 415 

294 Lys Pro Met Cys Lys Ser Pro Ser Gly Gin Tyr Ser Met Leu His Pro 

295 420 425 430 _ 

297 Glu Pro Pro Gin Val Thr Cys Ser Ser Pro Lys Pro Ser Cys His Pro 

298 435 440 445 

300 Leu Ser Asp Thr Gin Thr Thr Ser lie Ser Lys Gly Arg Ser Leu Ser 
•ini 450 455 460 

303 Val Gin Gin Met Tyr Ser Pro Asn Lys Thr Glu Glu Gly Ser He Arg 

304 465 470 475 4BU 

306 Cys Arg Ser Arg Ser lie Gin Tyr Cys Tyr Leu Gin Glu Asp Ser Ser 

307 485 490 ^ 

309 Gin Thr Asn Gly His Ser Ser Ala Ser Pro Ala Ser Gin Arg Cys His 

310 500 505 510 

312 Leu Asn Glu Glu Gin Pro Gin His Lys Pro His Gin Cys Lys Cys Lys 

313 515 520 525 

315 Cys Arg Lys Gly Glu Ala Ala Gly Thr Pro Thr Gin Gly Ser Lys Ser 

316 530 535 540 

318 His Ser Asn Lys Gly Glu His Leu Val Leu Met Ser Pro Ala Leu Lys 

319 545 550 555 ^ 

321 Leu Ala Val Glu Gly Val His Tyr lie Ala Asp His Leu Arg Ala Glu 

322 565 570 575 

324 Asp Ala Asp Phe Ser Val Lys Glu Asp Tr P Lys Tyr Val Ala Met Val 

325 580 585 590 

327 lie Asp Arg lie Phe Leu Trp Met Phe lie He Val Cys Leu Leu Gly 

328 595 600 605 

330 Thr Val Gly Leu Phe Leu Pro Pro Trp Leu Ala Gly Met He 

331 610 615 620 

335 <210> SEQ ID NO: 4 

336 <211> LENGTH: 31 

337 <212> TYPE: DNA 

338 <213> ORGANISM: Artificial Sequence 
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VERIFICATION SUMMARY ^TIME -^11^43^42^ 

PATENT APPLICATION : US/09/941, 179A TIME. 11.43.4; 

Input Set : A:\PTO.DC.txt 

Output Set: N:\CRF3\04032002\I941179A.raw 

L;8 M:2 83 w: Missing Blank Line separator. <140> field identifier 
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